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MAJOR HISTOCOMPATIBILITY COMPLEX POLIMORPHISM IN APS
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The genetic factors underlying susceptibility to autoimmune diseases involve genes that control the immune recognition and response. Antiphospholipid Syndrome (APS) is an autoimmune disorder of unknown etiology. The pathogenesis of this condition has long been linked to the immune system and focused on the Major Histocompatibility Complex (MHC) and in particular the Class II alleles like DR and DQ. Material and Methods: MHC Class I and II polymorphisms have been typed in a population of APS patients with history of abortions (n=13) using QIAGEN extracted DNA by PCR-SSP amplification method and typing MHC alleles by ABC and ABDRB* (Unitray Pel-Freez Clinical Systems, USA). The DQB* and DPB* alleles were typed by reverse hybridization (DQB and DPB-InnoLipa, Innogenetics-Belgium). Afterwards, we compared the same polymorphisms with a control group of 488 unrelated argentine people of our genetic data bank. Results: Despite the limited number of patients studied, a conventional analysis would have compared the allele frequencies between all patients and all controls. In that case the frequencies of Class I alleles HLA-A, B and C would not have been found to have differences between patients and controls. By contrast, Class II alleles show high frequencies for the number of patients studied, including DRB1*04011 (n=3); DRB1*07011 (n=4); DQB1*0201-02 (n=6); DQB1*0302 (n=4); DQB1*0301 (n=4); DPB1*0402 (n=7) and DPB1*0401 (n=4). Conclusion: The presence of these alleles allow us to presume that there must be associations between class II polymorphisms and APS in spite of the low quantity of patients included in our ongoing study.

